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5 <110> APPLICANT: PROUDFOOT, AMANDA 

6 KOSCO-VILBOIS, MARIE 

7 WELLS, TIMOTHY 

9 <120> TITLE OF INVENTION: CHEMOKINES MUTANTS HAVING IMPROVED ORAL BIOAVAILABILITY 
11 <130> FILE REFERENCE: ARS-103 

13 <140> CURRENT APPLICATION NUMBER: US 10/510,014 

15 <141> CURRENT FILING DATE: 2004-09-30 

17 <150> PRIOR APPLICATION NUMBER: PCT/EP03/50084 

19 <151> PRIOR FILING DATE: 2003-03-31 

21 <150> PRIOR APPLICATION NUMBER: EP 02100339.7 

23 <151> PRIOR FILING DATE: 2002-04-04 

27 <160> NUMBER OF SEQ ID NOS : 15 

29 <170> SOFTWARE: Patentin version 3.1 

31 <210> SEQ ID NO: 1 

32 <211> LENGTH: 91 

33 <212> TYPE: PRT 

34 <213> ORGANISM: Escherichia coli 

36 <220> FEATURE: 

37 <221> NAME/KEY: niat_peptide 

38 <222> LOCATION: (1)..(68) 

39 <223> OTHER INFORMATION: carboxy terminal amino acid 
41 <400> SEQUENCE: 1 



43 


Met 


Lys 


Val 


Ser 


Ala 


Ala 


Ala 


Leu 


Ala 


Val 


He 


Leu He 


Ala 


Thr 


Ala 


44 








-20 










-15 








-10 






47 


Leu 


Cys 


Ala 


Pro 


Ala 


Ser 


Ala 


Ser 


Pro 


Tyr 


Ser 


Ser Asp 


Thr 


Thr 


Pro 


48 






-5 








-1 


1 








5 








51 


Cys 


Cys 


Phe 


Ala 


Tyr 


He 


Ala 


Arg 


Pro 


Leu 


Pro Arg Ala 


His 


He 


Lys 


52 


10 










15 










20 








25 


55 


Glu 


Tyr 


Phe 


Tyr 


Thr 


Ser 


Gly 


Lys 


Cys 


Ser 


Asn 


Pro Ala 


Val 


Val 


Phe 


56 










30 










35 








40 




59 


Val 


Thr 


Ala 


Ala 


Asn 


Ala 


Gin 


Val 


Cys 


Ala 


Asn 


Pro Glu 


Lys 


Lys 


Trp 


60 








45 










50 








55 






63 


Val 


Arg 


Glu 


Tyr 


He 


Asn 


Ser 


Leu 


Glu 


Met 


Ser 











64 60 65 

67 <210> SEQ ID NO: 2 

68 <211> LENGTH: 66 

69 <212> TYPE: PRT 

70 <213> ORGANISM: Escherichia coli 
72 <400> SEQUENCE: 2 

74 Tyr Ser Ser Asp Thr Thr Pro Cys Cys Phe Ala Tyr He Ala Arg Pro 

75 1 5 10 15 

78 Leu Pro Arg Ala His He Lys Glu Tyr Phe Tyr Thr Ser Gly Lys Cys 

79 20 25 30 
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82 Ser Asn Pro Ala Val Val Phe Val Thr Ala Ala Asn Ala Gin Val Cys 

83 35 40 45 

8 6 Ala Asn Pro Glu Lys Lys Trp Val Arg Glu Tyr lie Asn Ser Leu Glu 
87 50 55 60 

90 Met Ser 

91 65 

94 <210> SEQ ID NO: 3 

95 <211> LENGTH: 92 

96 <212> TYPE: PRT 

97 <213> ORGANISM: Escherichia coli 

99 <220> FEATURE: 

100 <221> NAME/KEY: inat_peptide 

101 <222> LOCATION: (1)..(69) 

102 <223> OTHER INFORMATION: carboxy terminal amino acid 
104 <400> SEQUENCE: 3 

106 Met Lys Val Ser Ala Ala Ala Leu Ala Val lie Leu He Ala Thr Ala 

107 -20 -15 -10 

110 Leu Cys Ala Pro Ala Ser Ala Met Ser Pro Tyr Ser Ser Asp Thr Thr 

111 -5 -11 5 

114 Pro Cys Cys Phe Ala Tyr He Ala Arg Pro Leu Pro Arg Ala His He 

115 10 15 20 25 

118 Lys Glu Tyr Phe Tyr Thr Ser Gly Lys Cys Ser Asn Pro Ala Val Val 

119 30 35 40 

122 Phe Val Thr Ala Ala Asn Ala Gin Val Cys Ala Asn Pro Glu Lys Lys 

123 45 50 55 

126 Trp Val Arg Glu Tyr He Asn Ser Leu Glu Met Ser 

127 60 65 

130 <210> SEQ ID NO: 4 

131 <211> LENGTH: 91 

132 <212> TYPE: PRT 

133 <213> ORGANISM: Escherichia Coli 

135 <220> FEATURE: 

136 <221> NAME/KEY: mat_peptide 

137 <222> LOCATION: (1)..(68) 

138 <223> OTHER INFORMATION: carboxy terminal amino acid 
140 <400> SEQUENCE: 4 



142 


Met 


Lys 


Val 


Ser 


Ala 


Ala 


Ala 


Leu 


Ala 


Val 


He 


Leu 


He 


Ala 


Thr 


Ala 


143 








-20 










-15 










-10 






146 


Leu 


Cys 


Ala 


Pro 


Ala 


Ser 


Ala 


Ser 


Pro 


Tyr 


Ser 


Ser 


Asp 


Thr 


Thr 


Pro 


147 






-5 








-1 


1 








5 










150 


Cys 


Cys 


Phe 


Ala 


Tyr 


He 


Ala 


Arg 


Pro 


Leu 


Pro 


Arg 


Ala 


His 


He 


Lys 


151 


10 










15 










20 










25 


154 


Glu 


Tyr 


Phe 


Tyr 


Thr 


Ser 


Asn 


Lys 


Cys 


Ser 


Asn 


Pro 


Ala 


Val 


Val 


Phe 


155 










30 










35 










40 




158 


Val 


Thr 


Ala 


Ala 


Asn 


Ala 


Gin 


Val 


Cys 


Ala 


Asn 


Pro 


Glu 


Lys 


Lys' 


Trp 


159 








45 










50 










55 






162 


Val 


Arg 


Glu 


Tyr 


He 


Asn 


Ser 


Leu 


Glu 


Met 


Ser 













163 60 65 

166 <210> SEQ ID NO: 5 
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lb / 


<211> LENGTH: 68 






















loo 


<212> TYPE: PRT 






















ICQ 

iby 


<213> ORGANISM: Escherichia 


coli 
















1 fl 


<400> SEQUENCE: 5 






















173 


Ser Pro Tyr Ser Ser 


Asp Thr 


Thr 


Pro 


Cys 


Cys 


Phe 


TV 1 -!i 

Ala 


Tyr 


He 


Ala 


174 


1 5 








10 










15 




177 


Arg Pro Leu Pro Arg 


Ala His 


He 


Lys 


Glu 


Tyr 


Phe 


Tyr 


1 nr 


Ser Gly 


178 


20 






25 
















lot 

181 


Lys Cys Ser Asn Pro 


Ala Val 


Val 


Phe 


Val 


Thr Arg 


b±U 


Asn 


Arg 


Gin 


182 


35 




40 










A C 

45 








185 


Val Cys Ala Asn Pro 


Glu Lys 


Lys 


Trp Val 


Arg 


Glu 


Tyr 


He 


Asn 


Ser 


186 


50 


55 










60 










189 


Leu Glu Met Ser 






















190 


65 






















194 


<210> SEQ ID NO: 6 






















197 


<211> LENGTH: 92 






















198 


<212> TYPE: PRT 






















199 


<213> ORGANISM: Escherichia 


coli 
















201 


<220> FEATURE: 






















202 


<221> NAME/KEY: mat 


peptide 




















203 


<222> LOCATION: (1)" 


(69) 




















204 


<223> OTHER INFORMATION: carboxy terminal amino 


acid 






206 


<400> SEQUENCE: 6 






















208 


Met Lys Val Ser Ala 


Ala Ala 


Leu 


Ala 


Val 


He 


Leu 


He 


Ala 


Thr 


Ala 


209 


-20 






-15 










-10 






212 


Leu Cys Ala Pro Ala 


Ser Ala 


Met 


Ser 


Pro 


Tyr 


Ser 


Ser 


Asp 


Thr 


Thr 


213 


-5 


-1 


1 








5 










216 


Pro Cys Cys Phe Ala 


Tyr lie 


Ala 


Arg 


Pro 


Leu 


Pro 


Arg 


Ala 


His 


He 


217 


10 


15 








20 










25 


O O A 


Lys Glu Tyr Phe Tyr 


Thr Ser 


Asn 


Lys 


Cys 


Ser 


Asn 


Pro 


Ala 


Val 


Val 


221 


30 








35 










H u 




224 


Phe Val Thr Arg Lys 


Asn Arg 


Gin 


Val 


Cys 


Ala 


Asn 


Pro 


Glu 


Lys 


Lys 


225 


45 






50 










55 






228 


Trp Val Arg Glu Tyr 


lie Asn 


Ser 


Leu 


Glu 


Met 


Ser 










229 


60 




65 


















o o o 

232 


<210> SEQ ID NO: 7 






















233 


<211> LENGTH: 89 
























<212> TYPE: PRT 






















235 


<213> ORGANISM: Escherichia 


coli 
















237 


<220> FEATURE: 






















238 


<221> NAME/KEY: mat_peptide 




















239 


<222> LOCATION: (1) 


(66) 




















240 


<223> OTHER INFORMATION: carboxy terminal amino 


acid 






242 


<400> SEQUENCE: 7 






















244 


Met Lys Val Ser Ala 


Ala Ala 


Leu 


Ala 


Val 


He 


Leu 


He 


Ala 


Thr 


Ala 


245 


"20 






-15 










-10 






248 


Leu Cys Ala Pro Ala 


Ser Ala 


Tyr 


Ser 


Ser Asp 


Thr 


Thr 


Pro 


Cys 


Cys 


250 


-5 


-1 


1 








5 










253 


Phe Ala Tyr lie Ala Arg Pro 


Leu 


Pro Arg 


Ala 


His 


He 


Lys 


Glu 


Tyr 
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254 10 15 20 25 

257 Phe Tyr Thr Ser Asn Lys Cys Ser Asn Pro Ala Val Val Phe Val Thr 

258 30 35 40 

261 Arg Lys Asn Arg Gin Val Cys Ala Asn Pro Glu Lys Lys Trp Val Arg 

262 45 50 55 

265 Glu Tyr lie Asn Ser Leu Glu Met Ser 

266 60 65 

269 <210> SEQ ID NO: 8 

270 <211> LENGTH: 70 

271 <212> TYPE: PRT 

272 <213> ORGANISM: Escherichia coli 



274 


<400> SEQUENCE: 


8 
















276 


Ala Ser Leu Ala 


Ala 


Asp Thr Pro 


Thr Ala Cys 


Cys 


Phe 


Ser 


Tyr 


Thr 


277 


1 


5 




10 








15 




280 


Ser Ala Gin lie 


Pro 


Gin Asn Phe 


lie Ala Asp 


Tyr 


Phe 


Glu 


Thr 


Ser 


281 


20 






25 






30 






284 


Ser Gin Cys Ser 


Lys 


Pro Gly Val 


lie Phe Leu 


Thr 


Lys 


Ala 


Ser 


Ala 


285 


35 




40 






45 








288 


Gin Val Cys Ala 


Asp 


Pro Ser Glu 


Glu Trp Val 


Gin 


Lys 


Tyr 


Val 


Ser 


289 


50 




55 




60 










292 


Asp Leu Glu Leu 


Ser 


Ala 














293 


65 




70 














296 


<210> SEQ ID NO: 


9 

















297 <211> LENGTH: 69 

298 <212> TYPE: PRT 

299 <213> ORGANISM: Escherichia coli 
301 <400> SEQUENCE: 9 



303 Ala Pro Met Gly Ser 


Asp 


Pro 


Pro 


Thr Ala Cys 


Cys 


Phe 


Ser 


Tyr 


Thr 


304 1 5 








10 








15 




307 Ala Arg Lys Leu Pro 


Arg 


Asn 


Phe 


Val Val Asp 


Tyr 


Tyr 


Glu 


Thr 


Ser 


308 20 








25 






30 






311 Ser Leu Cys Ser Gin 


Pro 


Ala 


Val 


Val Phe Gin 


Thr 


Ala 


Ala 


Ser 


Ala 


312 35 






40 






45 








315 Gin Val Cys Ala Asp 


Pro 


Ser 


Glu 


Ser Trp Val 


Gin 


Glu 


Tyr 


Val 


Tyr 



316 50 55 60 

319 Asp Leu Glu Leu Asn 

320 65 

324 <210> SEQ ID NO: 10 

325 <211> LENGTH: 91 

326 <212> TYPE: PRT 

327 <213> ORGANISM: Escherichia coli 

329 <220> FEATURE: 

330 <221> NAME/KEY: SIGNAL 

331 <222> LOCATION: (1) . , (23) 

332 <223> OTHER INFORMATION: carboxy terminal amino acid 
334 <4 00> SEQUENCE: 10 

336 Met Lys Val Ser Ala Ala Ala Leu Ala Val He Leu He Ala Thr Ala 

337 15 10 15 

340 Leu Cys Ala Pro Ala Ser Ala Ser Pro Tyr Ser Ser Asp Thr Thr Pro 
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•3/11 


on 






ZO 
















'5/1/1 


Cys Cys Phe Ala Tyr 


He Ala 


Arg 


Pro 


Leu 


Pro Arg 


ii±a 


nxs 


He Lys 


Q /I c: 


35 




40 










A C 








^HO 


Glu Tyr Phe Tyr Thr 


Ser Gly 


Lys 


Cys 


Ser 


Asn 


Pro 




va± 


vax 


Fne 


o4y 


50 


55 










60 












Val Thr Arg Lys Asn 


Arg Gin 


Val 


Cys 


Ala 


Asn 


Pro 


Glu 


Lys 


Lys 


Trp 


"5 c: "5 


65 


70 








75 










o n 


o c ^ 

356 


Val Arg Glu Tyr He 


Asn Ser 


Leu 


Glu 


Met 


Ser 












OCT 

3d / 


85 








90 














361 


<210> SEQ ID NO: 11 






















362 


<211> LENGTH: 92 






















o ^ o 

363 


<212> TYPE: PRT 






















364 


<213> ORGANISM: Escherichia 


coli 
















366 


<220> FEATURE: 






















367 


<221> NAME/KEY: mat 


peptide 




















368 


<222> LOCATION: (1)" 


. . (69) 




















369 


<223> OTHER INFORMATION: carboxy terminal amino 


acid 






371 


<4 00> SEQUENCE: 11 






















373 


Met Lys Val Ser Ala 


Ala Ala 


Leu 


Ala 


Val 


He 


Leu 


He 


Ala 


Thr 


Ala 


374 


-20 






-15 










-10 






377 


Leu Cys Ala Pro Ala 


Ser Ala 


Met 


Ser 


Pro 


Tyr 


Ser 


Ser 


Asp 


Thr 


Thr 


378 


-5 


-1 


1 








5 










381 


Pro Cys Cys Phe Ala 


Tyr He 


Ala 


Arg 


Pro 


Leu 


Pro 


Arg 


Ala 


His 


lie 


382 


10 


15 








20 










25 


o o c 


Lys Glu Tyr Phe Tyr 


Thr Ser 


Gly 


Lys 


Cys 


Ser 


Asn 


Pro 


Ala 


Val 


Val 


386 


30 








35 










40 




389 


Phe Val Thr Arg Lys 


Asn Lys 


Gin 


Val 


Cys 


Ala 


Asn 


Pro 


Glu 


Lys 


Lys 


390 


45 






50 










55 






393 


Trp Val Arg Glu Tyr 


He Asn 


Ser 


Leu 


Glu 


Met 


Ser 










394 


60 




65 


















39 / 


<210> SEQ ID NO: 12 






















398 


<211> LENGTH: 8 9 






















399 


<212> TYPE: PRT 






















400 


<213> ORGANISM: Pichia Pastoris 


















402 


<220> FEATURE: 






















A AO 

403 


<221> NAME/KEY: mat_peptide 




















AHA 


<222> LOCATION: (1) , 


. . (66) 




















405 


<223> OTHER INFORMATION: carboxy terminal amino 


acid 






407 


<400> SEQUENCE: 12 






















409 


Met Lys Val Ser Ala 


Ala Ala 


Leu 


Ala 


Val 


He 


Leu 


He 


Ala 


Thr 


Ala 


410 


-20 






-15 










-10 






413 


Leu Cys Ala Pro Ala 


Ser Ala 


Tyr 


Ser 


Ser Asp 


Thr 


Thr 


Pro 


Cys 


Cys 


414 


-5 


-1 


1 








5 










417 


Phe Ala Tyr lie Ala 


Arg Pro 


Leu 


Pro Arg Ala 


His 


He 


Lys 


Glu 


Tyr 


418 


10 


15 








20 










25 


421 


Phe Tyr Thr Ser Gly 


Lys Cys 


Ser 


Asn 


Pro 


Ala 


Val 


Val 


Phe 


Val 


Thr 


422 


30 








35 










40 




425 


Arg Lys Asn Arg Gin 


Val Cys 


Ala 


Asn 


Pro 


Glu 


Lys 


Lys 


Trp Val Arg 


426 


45 






50 










55 
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Invalid Line Length:/ 

The rules require tiiat a line not exceed 72 characters in length. This includes spaces. 

Seq#:5; Line (s) 174 
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